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SUMMARY

The enidemionlogical refationship belween tuberculosis cases nva prison and between cases within five families was. investigated,
Tharafore, the isolated Mycobacterium tuberculosis strains were subjected {o restriction fragment tength polymorphism (RFLP) analysis
using insartion sequence 1S67 10 as a probe, : )

Incasa of 11 patients, the expected links of ransmission were confirmed by RFLP typing. In cohtzast, in case of 4 patients the conclusien
of classical contact tracing were not in agreement with tha DNA fingerprinting results, These findings reinforce the usefulness of this recently
developed technigue as an additional fool in contact tracing.

The1SETT0DNA fingerprints of all strains-investigated consisted of 7 to 13 bands and showed a high degree of polymorphism. Coniparison
of these fingerprints with thase recorded in the Czech Republis previously, revealed the presence of a predominant DNA fingasprint type.
without a known connection between the cases. Futhermore, other patterns.found.in the present study showed a high degree of similarity
with the previously cbiained fingerpzints.

Part of the patients were sampled twice. All of these double Isclates showed identical fingerprints, canfirmirg the previously described
stability of IS6170DNA fingerprints, incontrast, from ona couple of strains, isolated from husband and wife both suffering from tubsrculosis,
a slight change in one of the two patterns was obssrved. The patterns shared 18 band positions, confirming the axpected relationship
betwesn these cases, but one of the patterns contained one additional band,
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